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S e # Bk 25!!lJ I ! 0r SyS f emS BraDCh ° f thC Scientific and Technlod Information 
fornr ' detected errors whe n processing the following computer readable 

Application Serial Number: (9 f /fffl 7. 9 Jj* 
Source: / W. * 

Date Processed by STIC: 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER • 

2) ™e t™Sm£y C ^ T AND FAXING a c ' opy of this pmntout, with a 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-1212. 
PAtoS, 0 ! R ^ ^f^ATION, PLEASE CONTACT ROBERT WAX, 703- 30 8-4216. 

PATENTIN 2.1 e-mail help: patin21help@uspto.gov or phone 703-306-41 19 (R. Wax) 
PATENTIN 3.0 e-maii help: patin3help@usp to.pnv or phone 703-306-41 1 9 (R. Wax) 

'JSiSrSr?, n^°^ D SBX » 3E ^ LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM, ACCESSIBLE THROUGH THE U S PAT ENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS 
http;//www. uspto.gov/web/offices/pac/checker 

^^S^Zt^SS^ »/°^n electronically on diskette or CD-Rom should be aware that there is 
Earth^ ™ay have been affected by the treatment given to all mail coming via the Brentwood 

f ^^llZ^n*™* me ! h0dS °? ubmissioB for disk/CD-Rom or replacement disk/CD-Rom, including- 

U^ ;^ , EFS Submission 

3 2 ' H^Ca^Tl^r 1 " 6ffiCe ' B ° X SCqUenCe ' P 0 " B ° X 232? ' VA 22202 

Vo S ,"i P c tent u^f T" demark ° ffice ' Technology Center 1600, Reception Area, 7 th Floor Examiner Name 
.1911 South Cfcrk Street, Crystal Mall One, Sequence Information, Arlington^ VA 22202 

. Ub£^ P,3Ce - ^ ™™> Box Sequence, Costal Plaza Two, 

4 ' SS^vT^^' ' S ° Uth C,ark ^ ^ Pl32a 2 ' R00m «B03-Maihoom, Box Sequence, 
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RAW SEQUENCE LISTING DATE : 12/21/2001 a J) (j / 

PATENT APPLICATION: US/09/807,933 TIME: 12:48:41 

Input Set : A:\09807933SL.TXT Q098 NOt CO ^J^wj 

Output Set: N:\CRF3\12212001\l807933.raw Qoff9Cted DlsK© tt0 Neeu 

4 <110> APPLICANT: MEIJI SEIKA KAISHA, LTD. 

6 <120> TITLE OF INVENTION : Endoglucanase and cellulase composition containinq the 

7 same 

9 <130> FILE REFERENCE: 121659PX 
STS^ 11 <140> CURRENT APPLICATION NUMBER: US/09/807,933 
CyT> 12 <141> CURRENT FILING DATE: 2001-04-20 

14 <150> PRIOR APPLICATION NUMBER: JP3023 87/1998 

15 <151> PRIOR FILING DATE: 1998-10-23 
17 <160> NUMBER OF SEQ ID NOS : 113 

19 <170> SOFTWARE: Patentln Ver. 2.0 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 338 

23 <212> TYPE: PRT 

24 <213> ORGANISM: Rhizopus oryzae CP96001 

26 <220> FEATURE: 

27 <221> NAME/KEY: sig_peptide 

28 <222> LOCATION: ("23)...(-l) 

29 <221> NAME/KEY: mat_peptide 

30 <222> LOCATION: (1)...(315) 

32 <400> SEQUENCE: 1 

33 Met Lys Phe He Thr He Ala Ser Ser Ala Leu Leu Ala Leu Ala Leu 

34 -20 -15 - 10 

3 6 Gly Thr Glu Met Ala Ser Ala Ala Glu Cys Ser Lys Leu Tyr Gly Gin 
37-5 1 5 

3 9 Cys Gly Gly Lys Asn Trp Asn Gly Pro Thr Cys Cys Glu Ser Gly Ser 
40 10 15 20 25 

42 Thr Cys Lys Val Ser Asn Asp Tyr Tyr Ser Gin Cys Leu Pro Ser Gly 

43 30 35 40 

45 Ser Ser Gly Asn Lys Ser Ser Glu Ser Ala His Lys Lys Thr Thr Thr 

46 45 50 55 

48 Ala Ala His Lys Lys Thr Thr Thr Ala Ala His Lys Lys Thr Thr Thr 

49 60 65 70 

51 Ala Pro Ala Lys Lys Thr Thr Thr Val Ala Lys Ala Ser Thr Pro Ser 

52 75 80 85 

54 Asn Ser Ser Ser Ser Ser Ser Gly Lys Tyr Ser Ala Val Ser Gly Gly 

55 90 95 100 105 

57 Ala Ser Gly Asn Gly Val Thr Thr Arg Tyr Trp Asp Cys Cys Lys Ala 

58 HO 115 120 

60 Ser Cys Ser Trp Pro Gly Lys Ala Asn Val Ser Ser Pro Val Lys Ser 

61 125 130 135 

63 Cys Asn Lys Asp Gly Val Thr Ala Leu Ser Asp Ser Asn Ala Gin Ser 

64 140 145 150 

66 Gly Cys Asn Gly Gly Asn Ser Tyr Met Cys Asn Asp Asn Gin Pro Trp 

67 155 160 165 

69 Ala Val Asn Asp Asn Leu Ala Tyr Gly Phe Ala Ala Ala Ala He Ser 

70 170 175 180 185 
72 Gly Gly Gly Glu Ser Arg Trp Cys Cys Ser Cys Phe Glu Leu Thr Phe 
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RAW SEQUENCE LISTING DATE: 12/21/2001 

PATENT APPLICATION: US/09/807,933 TIMe! 12:48:41 

Input Set : A:\09807933SL.TXT 

Output Set: N:\CRF3\12212001\I807933.raw 

73 190 195 200 

75 Thr Ser Thr Ser val Ala Gly Lys Lys Met Val Val Gin Val Thr Asn 

76 205 210 215 

78 Thr Gly Gly Asp Leu Gly Ser Ser Thr Gly Ala His Phe Asp Leu Gin 

79 220 225 230 

81 Met Pro Gly Gly Gly Val Gly He Phe Asn Gly Cys Ser Ser Gin Trp 

82 235 240 245 

84 Gly Ala Pro Asn Asp Gly Trp Gly Ser Arg Tyr Gly Gly He Ser Ser 

85 250 255 260 265 

87 Ala Ser Asp Cys Ser Ser Leu Pro Ser Ala Leu Gin Ala Gly Cys Lys 

88 270 275 280 

90 Trp Arg Phe Asn Trp Phe Lys Asn Ala Asp Asn Pro Ser Met Thr Tvr 

91 285 290 295 

93 Lys Glu Val Thr Cys Pro Lys Glu He Thr Ala Lys Thr Gly Cys Ser 

94 300 305 310 

96 Arg Lys 

97 315 

99 <210> SEQ ID NO: 2 

100 <211> LENGTH: 1017 

101 <212> TYPE: DNA 

102 <213> ORGANISM: Rhizopus oryzae CP96001 

104 <220> FEATURE: 

105 <221> NAME/KEY: sig_peptide 

106 <222> LOCATION: (1)..(69) 

107 <221> NAME/KEY: mat_peptide 

108 <222> LOCATION: (70).. (1017) 

110 <400> SEQUENCE: 2 

111 atg aag ttt att act att gcc tct tec get etc ttg get etc gcc etc 48 

112 Met Lys Phe He Thr He Ala Ser Ser Ala Leu Leu Ala Leu Ala Leu 

113 -20 -15 „ 10 

115 ggt act gaa atg gcc tct get get gaa tgt age aaa ttg tat ggt caa 96 

116 Gly Thr Glu Met Ala Ser Ala Ala Glu Cys Ser Lys Leu Tyr Gly Gin 

117 -5 1 5 

119 tgt ggt ggt aag aac tgg aat ggc cct act tgt tgt gaa tct gga tec 14 4 

120 Cys Gly Gly Lys Asn Trp Asn Gly Pro Thr Cys Cys Glu Ser Gly Ser 

121 10 15 20 25 

123 acc tgt aaa gta age aac gat tac tac tct caa tgt ctt ccc tct gga 192 

124 Thr Cys Lys Val Ser Asn Asp Tyr Tyr Ser Gin Cys Leu Pro Ser Gly 

125 30 35 40 

127 age agt ggc aat aaa tct tct gaa agt get cac aag aag act acc act 240 

128 Ser Ser Gly Asn Lys Ser Ser Glu Ser Ala His Lys Lys Thr Thr Thr 

129 45 50 55 

131 get get cac aag aag act act acc get get cat aaa aag act acc act 288 

132 Ala Ala His Lys Lys Thr Thr Thr Ala Ala His Lys Lys Thr Thr Thr 

133 60 65 70 

135 get cct get aag aag act aca act gtt gcc aaa get tec acc cct tct 336 

136 Ala Pro Ala Lys Lys Thr Thr Thr Val Ala Lys Ala Ser Thr Pro Ser 

137 75 80 85 

139 aac tct age tct age tec age ggc aaa tat tec get gtc tct ggt ggt 384 
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III £™ l 9a IT "° tg9 ttc aag aac gct gat aac cca a9c a tg act tac 

188 Trp Arg Phe Asn Trp Phe Lys Asn Ala Asp Asn Pro Ser Met Thr Tyr 

189 285 



290 295 

191 aag gaa gtt acc tgt cct aag gaa ate acc gec aag aca ggt tgt tea 

192 Lys Glu val Thr Cys Pro Lys Glu lie Thr Ala Lys Thr Gly Cys Ser 

yJ 300 305 310 

195 aga aaa taa 

196 Arg Lys 

197 315 

199 <210> SEQ ID NO: 3 

200 <211> LENGTH: 366 

201 <212> TYPE: PRT 

202 <213> ORGANISM: Rhizopus oryzae CP96001 
204 <220> FEATURE: 



432 



480 



528 



576 



RAW SEQUENCE LISTING DATE : 12/21/2001 

PATENT APPLICATION: US/09/807,933 TIME: 12:48:41 

Input Set : A:\09807933SL.TXT 

Output Set: N:\CRF3\12212001\I807933.raw 

140 Asn Ser Ser Ser Ser Ser Ser Gly Lys Tyr Ser Ala Val Ser Gly Gly 

95 ioo 105 

Al IT e Ct IT aaC g9t gt ° aCt act cgt tat ^9 ? at tgc tgt aag gee 
144 Ala Ser Gly Asn Gly Val Thr Thr Arg Tyr Trp Asp Cys Cys Lys Ala 

110 115 120 

147 tec tgt age tgg ccc ggt aag gec aat gtc agt tct cct gtc aag tec 

148 Ser Cys Ser Trp Pro Gly Lys Ala Asn Val Ser Ser Pro Val Lys Ser 

125 130 135 

]l\ ! 9t aac aaa 9at 99t ? tc act 9cc ctt agt gac age aat gee caa agt 

152 Cys Asn Lys Asp Gly Val Thr Ala Leu Ser Asp Ser Asn Ala Gin Ser 

153 140 145 150 

\ll IT l qt aa ° g9t 9gt aaC agt tac atg t9t aac 9 ac aa c caa cct tgg 

156 Gly Cys Asn Gly Gly Asn Ser Tyr Met Cys Asn Asp Asn Gin Pro Trp 

157 155 160 165 

\ll IT T C gaC Ctt gC ° tat ggt ttC gct 9Ct 9Ct ? cc a tc agt 

160 Ala Val Asn Asp Asn Leu Ala Tyr Gly Phe Ala Ala Ala Ala lie Ser 

161 170 175 180 185 

\ll rT IT g9t gaa tCt CgC tgg tgc tgt tct t9t ttc 9aa ctt act ttc 
164 Gly Gly Gly Glu Ser Arg Trp Cys Cys Ser Cys Phe Glu Leu Thr Phe 

190 195 200 

]ll IT l Ct IT tCt gtt gCt 9gt aSg aag atg gtt 9tc caa ? tc a ct aac 
168 Thr Ser Thr Ser Val Ala Gly Lys Lys Met Val Val Gin Val Thr Asn 

lby 205 210 215 

TTo IT IT 9 T gat Ctt 9gC tCC tct act g9t 9ct cac ttt gac ttg caa 
172 Thr Gly Gly Asp Leu Gly Ser Ser Thr Gly Ala His Phe Asp Leu Gin 

220 225 230 

ill Tl n cc 9 T ggt ggt gtt ggt att ttc aat ggt tgt tec a gc caa t gg 

176 Met Pro Gly Gly Gly Val Gly lie Phe Asn Gly Cys Ser Ser Gin Trp 

177 235 240 245 

\ll IT IT n CC aat ga ° g9t tgg ggc tca aga tac ggt ggt att tct tct 

180 Gly Ala Pro Asn Asp Gly Trp Gly Ser Arg Tyr Gly Gly lie Ser Ser 

181 250 255 260 265 

ill IT o Ct gac tgc tct agt ctt cct tcc gca ctc caa g ct ggt tgt aaa 

184 Ala ser Asp Cys Ser Ser Leu Pro Ser Ala Leu Gin Ala Gly Cys Lys 

J -°- > 270 oi^ 



624 



672 



720 



768 



816 



864 



912 



960 



1008 



1017 
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RAW SEQUENCE LISTING DATE : 12/21/2001 

PATENT APPLICATION: US/09/807,933 TIME : 12:48:41 

Input Set : A:\09807933SL.TXT 

Output Set: N:\CRF3\12212001\I807933.raw 

205 <221> NAME/KEY: sig_peptide 

206 <222> LOCATION: (-23)...(-l) 

207 <221> NAME/KEY: mat_peptide 

208 <222> LOCATION: (1)...(343) 

210 <400> SEQUENCE: 3 

211 Met Lys Phe lie Thr lie Thr Ser Ser Ala Leu Leu Ala Leu Ala Leu 
214 Gly Thr Glu Met Ala Ser Ala Ala Lys Cys Ser Lys Leu Tyr Gly Gin 
217 Cys Gly Gly Lys Asp Trp Asn Gly Pro Thr Cys Cys Glu Ser Gly Ser 

220 Thr Cys Lys Val Ser Asn Asp Tyr Tyr Ser dl Cys Leu Ala Pro dl 

30 35 40 

223 Ser Asn Gly Asn Lys Ser Ser Glu Cys Ser Lys Leu Tyr Gly Gin Cys 

50 55 
226 Gly Gly Lys Asp Trp Asn Gly Pro Thr Cys Cys Glu Ser Gly Ser Thr 

229 Cys Lys Val Ser Asn Asp Tyr Tyr Ser Gin Cys Leu a™ Pro Glu Ser 
ZJU /5 80 85 



232 Asn Gly Asn Lys Thr Ser Glu Ser Ala His Lys Thr Thr Thr Thr Thr 

ooc *i 95 100 105 

235 Ala Pro Ala Lys Glu He Thr Thr Thr Ala Lys Ala Ser Asn Ser Ser 
238 Asn Ser Ser Gly Lys Tyr Ser lie Val Ser Gly Gly Ala Ser Gly Asn 
241 Gly val Thr Thr Arg Tyr Trp Asp cjs Cys Lys Ala Ser c"ys Ser Trp 
244 Pro Gly Lys Ala Asn Val Ser Ser Pro Val Lys Ser Cys" Asn Lys Asp 
247 Gly val Thr Ala Leu Ser Asp Ser Asn Val Gin III Gly Cys Asn Gly 
250 Gly Asn Ser Tyr Met Cys Asn Asp Asn Gin Pro Trp Ala Val Asn Asp 

253 Asn Leu Ala Tyr Gly Phe Ala Ala Ala Ala lie Ser Gly Gly GxJ Glu 

^210 215 
256 Ser Arg Trp Cys Cys Ser Cys Phe Glu Leu Thr Phe Thr Ser Thr Ser 

Z 220 225 230 

260 235 ^ ^ ^ 24J ^ ASD Thr GlY Gly AS ? 

263 2^ ^ 255 ^ ASP L6U "° Met Pr ° G1 ? G ^ 

265 Gly val Gly lie Phe As" Gly Cys Ser Lys Gin Trp Gly Ala Pro III 

268 Asp Gly Trp Gly Ser Arg Tyr Gly Gly He Ser Ser Ala Ser As^ Cys 

290 295 
271 Ser Ser Leu Pro Ser Ala Leu Gin Ala Gly Cys Lys Trp Arg Phe Asn 

' 300 305 310 

274 Trp Phe Lys Asn Ala Asp Asn Pro Ser Met Thr Tyr Lys Glu Val Thr 

320 325 
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RAW SEQUENCE LISTING DATE : 12/21/2001 

PATENT APPLICATION: US/09/807,933 TIME: 12:48:41 

Input Set : A:\09807933SL.TXT 

Output Set: N:\CRF3\12212001\I807933.raw 

277 Cys Pro Lys Glu He Thr Ala Lys Thr Gly Cys Ser Arq Lys 

278 330 . . 335 34Q 

280 <210> SEQ ID NO: 4 

281 <211> LENGTH: 1101 

282 <212> TYPE: DNA 

283 <213> ORGANISM: Rhizopus oryzae CP96001 

285 <220> FEATURE: 

286 <221> NAME/KEY: sig_peptide 

287 <222> LOCATION: (1)..(69) 

288 <221> NAME/KEY: mat_peptide 

289 <222> LOCATION: (70).. (1101) 

291 <400> SEQUENCE: 4 

292 atg aag ttt att act att acc tct tec get etc ttg get etc gec ctt 4 8 

293 Met Lys Phe lie Thr lie Thr Ser Ser Ala Leu Leu Ala Leu Ala Leu 

"20 -15 -10 

lit IT IV 9 ? 3 at9 gCC tCt gCt gct aaa tgt a 9C aag ctg tat ggt caa 96 
297 Gly Thr Glu Met Ala Ser Ala Ala Lys Cys Ser Lys Leu Tyr Gly Gin 

^yo -5 1 5 

™? J 9 * 2f 99t 9aC tg9 aat ggc cct act t9t <* aa tct gga tec 
l° n t C H Y Y LyS ASP Trp Asn G1 ? Pro Thr Glu Ser Gly Ser 

302 10 15 20 25 

Ini ™° ^ gt f a9C aaC 9at taC taC tct caa tgt ctt ? cc c ^t gaa 192 
305 Thr Cys Lys Val Ser Asn Asp Tyr Tyr Ser Gin Cys Leu Ala Pro Glu 

30 35 

308 age aac ggc aat aag tct tct gaa tgt age aag ttg tat ggt caa tgt 240 

309 Ser Asn Gly Asn Lys Ser Ser Glu Cys Ser Lys Leu Tyr Gly Gin Cys 

310 45 



50 55 

111 f 39 9aC t9g aat gg ° CCt 3Ct tgt tgC gaa tct tcc a ^c 288 

313 Gly Gly Lys Asp Trp Asn Gly Pro Thr Cys Cys Glu Ser Gly Ser Thr 

314 6 0 65 70 



144 



432 



316 tgt aaa gta age aac gat tac tac tct caa tgt ctt gec cct gaa age 336 

317 Cys Lys Val Ser Asn Asp Tyr Tyr Ser Gin Cys Leu Ala Pro Glu Ser 

318 75 80 85 

320 aat ggc aat aaa act tct gaa age gct cat aaa acg act act acc act 384 

«o on 7 LyS Thr SSr G1U Ser Ala His ^ Thr Thr Th r Thr Thr 

11] 90 95 100 105 

324 get ccc get aag gaa att aca act act gec aaa gct tea aac tct tct 

325 Ala Pro Ala Lys Glu lie Thr Thr Thr Ala Lys Ala Ser Asn Ser Ser 

110 115 

III T° c Ct o 9C g9 ° aaa taC tCC att gtc tct ggt Wt gec tct gg? aac 
329 Asn Ser Ser Gly Lys Tyr Ser He Val Ser Gly Gly Ala Ser Gly Asn 

JJ0 125 130 135 

III ? 9t ?t ? a u fc aCt C9t tat t9g gat tgc tgt aa 9 9cc tcc tgt age tgg 528 
333 Gly Val Thr Thr Arg Tyr Trp Asp Cys Cys Lys Ala Ser Cys Ser Trp 
J34 140 145 150 

336 ccc ggt aag gec aat gtc agt tct cct gtc aag tcc tgt aac aaa gat 576 

337 Pro Gly Lys Ala Asn Val Ser Ser Pro Val Lys Ser Cys Asn Lys Asp 

338 I 55 160 165 

340 ggt gtc act gee ctt agt gac age aat gtc caa agt ggc tgt aac ggt 624 



480 
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Of 



'/to% 911 



<210> 13 
<211> 1043 
<212> DNA 



<213>^Artificial Sequence 




AM /dUm 1 1 



<221> sig_peptide 
<222> (16) . . (84) 
<221> mat_peptide 
<222> (84) . . (1043) 




<400> 13 



>t/W, 911 



2 



<210> 17 
<211> 39 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: consensus 
sequence 



<Xaa_X a_a Xaa Xaa Xaa Xaa )Gln Cys Gly Glyfxka Xaa Xaa 




— r) 

aa Xaa Xa^^ly^Xaa^y 




Cys ^Xaa Xaa Xaa Xaa Xaa Xa 
^2fl 




Tyi^ Xaa^ Gin Cy$ Xaa 
35 




aa^ys^^i 



Xaa Xaa Xaa Xaa XaaJAsn 

yo 



The types of errors showft exist throtfghottt 
the fequence Listing. Please check subsequent 
sequences for similar errors- - 




Use of n andfer Xaa has been detected in the Sequence Listing. 

Revtew the Sequence Listing to insure a corresponding 
Sanation is presented in the <220> to <223> fields of 
each sequence using n or Xaa. 



VERIFICATION SUMMARY DATE: 12/21/2001 

PATENT APPLICATION: US/09/807,933 TIME: 12:48:42 



Input Set : A:\09807933SL.TXT 

Output Set: N:\CRF3\12212001\I807933.raw 

L:ll M:270 C: Current Application Number differs, Replaced Application Number 
L:12 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:1135 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 
L:1277 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 17 
L:1277 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 17 
L:1277 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:17 

L:1280 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:17 
L:1280 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:17 
L:1280 M:341 W: (46) "n n or "Xaa" used, for SEQ ID# : 17 

L:1283 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:17 
L:1283 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:17 
L:1283 M:341 W: (46) "n n or "Xaa" used, for SEQ ID# : 17 

L:1297 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 18 
L:1297 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:18 
L:1297 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 18 

L:1300 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:18 
L:1300 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:18 
L:1300 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:18 

L:1303 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:18 
L:1303 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 18 
L:1303 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:18 

L:1317 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:19 
L:1317 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:19 
L:1317 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:19 

L:1320 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:19 
L:1320 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:19 
L:1320 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:19 

L:1323 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:19 
L:1323 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:19 
L:1323 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:19 

L:1337 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 20 
L:1337 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:20 
L:1337 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:20 

L:1340 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:20 
L:1340 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 20 
L:1340 M:341 W: (46) "n" .or "Xaa" used, for SEQ ID#:20 

L:1343 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:20 
L:1343 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:20 
L:1343 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 20 

L:1357 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:21 
L:1357 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:21 
L:1357 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 21 

L:1360 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:21 
L:1360 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:21 
L:1360 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 21 

L:1363 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:21 
L:1363 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:21 
L:1363 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:21 
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VERIFICATION SUMMARY DATE • 12/71 

PATENT APPLICATION : US/09/807,933 TIMeJ 12^4^42 

Input Set : A:\09807933SL.TXT 

Output Set: N:\CRF3\12212001\I807933.raw 

L-ltll u'lll I' S"? t0rY FSatUre missin 9' <221> not found for SEQ ID# 25 
I 1425 2 : S? » ^ n° ry FSatUre mis «ing, <222> not found for SEQ ID# 25 
^ All llll (46> n ° r " Xaa " Used ' for SE Q ID#:25 

SiiS S;* 5 . 8 w w ; £SS ^j- ; 2 £ £ f f 0 oun d d f for SEQ ID#:25 

L* 1431 I'lM " (46) " n " ° r " Xaa " us^^rlEflo^S 0 ^ ID#:25 

SoS ^ M an f5° ry FeatUre missin *' <221> not found for SEQ ID#-25 
u.iiii M:258 W: Mandatory Feature missino r,««- * ^ * 

L:1431 M:341 W: (46) "n" or S 1!h f' * f ° UDd f ° r SEQ IDft:25 

r . U(n „ -,.„ „ { *°[ n or Xaa used, for SEQ ID#:25 

W493 M- : 25 8 w"' M an H a !° ry miSSing ' <221> HOt ^"d ^ SEQ ID#-29 

; ; w w ; ^5^-2? - - — 

L-1S07 m : ^« ^ Mandator y mature missing, <221> not found for SEQ ID# 30 
L.1507 M:258 W: Mandatory Feature missina <->->o^ n ^ * ~, t id*. JO 

L.1507 M:341 W f 461 - n - n v!I missing, <222> not found for SEQ ID#:30 

L-llll M-2SR w : M an ^° rY F6atUre missin 9' <221> not found for SEQ ID#-31 

h.l^21 M:258 W: Mandatory Feature missing ^ooos * ^ * 

L:1521 M:341 W: (46, v'or "Xaa" used for SEQ ID# 31 *"> 
W535 2:«J « : f nda ^° ry FSatUre missin 9' <221> not found for SEQ lD#-32 

; M M ; 3 2 4 5 i 8 w w ; S^TS? SS^ 0 i^,?- - - — 

£f"" m-2 2 58 «: T»?«T ly miSSing ' <221> n0t found ^ SEQ ID#:43 

L:'l 57 M: 341 I ^f^^? ^ ^ ^ ^ SEQ ID#:43 

''^ w - n or "Xaa" used, for SEQ ID#-43 

t llH » 2sl »' TTt° rY Fe " Ure J ' 1SSln9 - <221> *<»»>* SE Q ID.,44 
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